e, e SN
/

Up/dOWﬂ a "ﬁii A} 'l'/\t,'i

h h "'1-3‘!\; EONN 5
The e Ji fransg ipf@me
’ 2\; h "‘7‘? N

"\ Q o
“. Duml‘rr‘ NS

Andrel Lace
PVAMU CCSB Persc
ELEN Rm.369, fel 9 @

:
llzed Genomlc5\ oratc

{/Q“ 9926, daiacc JL:JC; a




NATURE SCIENTIFIC REPORTS COLLECTION

Channelopatmes molecular and genetic mechanisms

www.nature.com/scientificreports

o { scientific reports

OPEN Transcriptomic uniqueness
and commonality of the ion
channels and transporters
in the four heart chambers

Sanda lacobas?, Bogdan Amuzescu? & Dumitru A. lacobas®*

Myocardium transcriptomes of left and right atria and ventricles from four adult male C57BI/6j mice

were profiled with Agilent microarrays to identify the differences responsible for the distinct functional
roles of the four heart chambers. Female mice were not investigated ownng to their transcnptome

F' 2 estrous cycle phase. Out of the quantified ]
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Transcriptomic

chamber specificity
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l ADRENERGIC SIGNALING IN CARDIOMYOCYTES
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Differential oxidative phosphorylation
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Differential gene networking
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Sex-dependent gene regulatory networks of the heart rhythm

D. A. Tacobas - S. Tacobas - N. Thomas - I|
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Abstract Expression level, control, and intercoordination of

66 selected heart rhythm determinant (HRD) genes were
compared in atria and ventricles of four male and four female
adult mice. We found that genes encoding various adrenergic
receptors, ankyrins, ion channels and transporters, connex-
ins, cadherins, plakophilins, and other components of the
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ed online: 16 Sej

higher expression in atria than ventricles for males and
higher expression in ventricles than atria for females. We
have ranked the selected genes according to their promi-
nence (new concept) within the HRD gene web defined as
extent of expression coordination with the other web genes
and stability of expression. Interestingly, the prominence
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Chagas cardiomyopathy
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